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<12 0> MUTANT PURINE NUCLEOSIDE PHOSPHORYLASE PROTEINS AND CELLULAR 
DELIVERY THEREOF 

<130> UAB-20702/22 

<160> 4 

<170> Patentin version 3.1 

<210> 1 

<211> 720 

<212> DNA 

<213> Escherichia coli 

<400> 1 



atggctaccc 


cacacattaa 


tgcagaaatg 


ggcgatttcg 


ctgacgtagt 


tttgatgcca 


60 


ggcgacccgc 


tgcgtgcgaa 


gtatattgct 


gaaactttcc 


ttgaagatgc 


ccgtgaagtg 


120 


aacaacgttc 


gcggtatgct 


gggcttcacc 


ggtacttaca 


aaggccgcaa 


aatttccgta 


180 


atgggtcacg 


gtgttggtat 


cccgtcctgc 


tccatctaca 


ccaaagaact 


gatcaccgat 


240 


ttcggcgtga 


agaaaattat 


ccgcgtgggt 


tcctgtggcg 


cagttctgcc 


gcacgtaaaa 


300 


ctgcgcgacg 


tcgttatcgg 


tatgggtgcc 


tgcaccgatt 


ccaaagttaa 


ccgcatccgt 


360 


tttaaagacc 


atgactttgc 


cgctatcgct 


gacttcgaca 


tggtgcgtaa 


cgcagtagat 


420 


gcagctaaag 


cactgggtat 


tgatgctcgc 


gtgggtaacc 


tgttctccgc 


tgacctgttc 


480 


tactctccgg 


acggcgaaat 


gttcgacgtg 


atggaaaaat 


acggcattct 


cggcgtggaa 


540 


atggaagcgg 


ctggtatcta 


cggcgtcgct 


gcagaatttg 


gcgcgaaagc 


cctgaccatc 


600 


tgcaccgtat 


ctgaccacat 


ccgcactcac 


gagcagacca 


ctgccgctga 


gcgtcagact 


660 


accttcaacg 


acatgatcaa 


aatcgcactg 


gaatccgttc 


tgctgggcga 


taaagagtaa 


720 



<210> 2 
<211> 239 
<212> PRT 

<213> Escherichia coli 
■<WU> 2 " 

Met Ala Thr Pro His lie Asn Ala Glu Met Gly Asp Phe Ala Asp Val 
15 10 15 



Val Leu Met Pro Gly Asp Pro Leu Arg Ala Lys Tyr lie Ala Glu Thr 
20 25 30 



Phe Leu Glu Asp Ala Arg Glu Val Asn Asn Val Arg Gly Met Leu Gly 
35 40 45 



Phe Thr Gly Thr Tyr Lys Gly Arg Lys lie Ser Val Met Gly His Gly 
50 55 60 



Val Gly lie Pro Ser Cys Ser lie Tyr Thr Lys Glu Leu lie Thr Asp 
65 70 75 80 



Phe Gly Val Lys Lys lie He Arg Val Gly Ser Cys Gly Ala Val Leu 
85 90 95 



Pro His Val Lys Leu Arg Asp Val Val He Gly Met Gly Ala Cys Thr 
100 105 110 



Asp Ser Lys Val Asn Arg He Arg Phe Lys Asp His Asp Phe Ala Ala 
115 120 125 



He Ala Asp Phe Asp Met Val Arg Asn Ala Val Asp Ala Ala Lys Ala 
130 135 140 



Leu Gly He Asp Ala Arg Val Gly Asn Leu Phe Ser Ala Asp Leu Phe 
145 150 155 160 



Tyr Ser Pro Asp Gly Glu Met Phe Asp Val Met Glu Lys Tyr Gly He 
165 170 175 



Leu Gly Val Glu Met Glu Ala Ala Gly He Tyr Gly Val Ala Ala Glu 
180 185 190 



Phe Gly Ala Lys Ala Leu Thr He Cys Thr Val Ser Asp His He Arg 
195 200 205 



Thr His Glu Gin Thr Thr Ala Ala Glu Arg Gin Thr Thr Phe Asn Asp 
210 215 220 



Met He Lys He Ala Leu Glu Ser Val Leu Leu Gly Asp Lys Glu 
225 230 235 



<210> 3 

<211> 720 

<212> DNA 

<213> Escherichia coli 



<400> 3 

atggctaccc cacacattaa tgcagaaatg ggcgatttcg ctgacgtagt tttgatgcca 



qqcQacccQC 


tgcgtgcgaa 


gtatattgct 


gaaactttcc 


ttgaagatgc 


ccgtgaagtg 


120 


aacaacgttc 


gcggtatgct 


gggcttcacc 


ggtacttaca 


aaggccgcaa 


aatttccgta 


180 


atQQQtcacQ 


gtatgggtat 


cccgtcctgc 


tccatctaca 


ccaaagaact 


gatcaccgat 


240 


ttcqqcqtga 


agaaaattat 


ccgcgtgggt 


tcctgtggcg 


cagttctgcc 


gcacgtaaaa 


300 


ctgcgcgacg 


tcgttatcgg 


tatgggtgcc 


tgcaccgatt 


ccaaagttaa 


ccgcatccgt 


360 


tttaaagacc 


atgactttgc 


cgctatcgct 


gacttcgaca 


tggtgcgtaa 


cgcagtagat 


420 


gcagctaaag 


cactgggtat 


tgatgctcgc 


gtgggtaacc 


tgttctccgt 


tgacctgttc 


480 


tactctccgg 


acggcgaaat 


gttcgacgtg 


atggaaaaat 


acggcac ucc 


^^^n r*^^^ o 

cggcy uygd-o. 


540 


atggaagcgg 


ctggtatcta 


cggcgtcgct 


gcagaatttg 


gcgcgaaagc 


cctgaccatc 


600 


tgcaccgtat 


ctgaccacat 


ccgcactcac 


gagcagacca 


ctgccgctga 


gcgtcagact 


660 


accttcaacg 


acatgatcaa 


aatcgcactg 


gaatccgttc 


tgctgggcga 


taaagagtaa 


720 



<210> 4 
<211> 239 
<212> PRT 

<213> Escherichia coli 

<400> 4 

Met Ala Thr Pro His lie Asn Ala Glu Met Gly Asp Phe Ala Asp Val 
15 10 15 



Val Leu Met Pro Gly Asp Pro Leu Arg Ala Lys Tyr lie Ala Glu Thr 
20 25 30 



Phe Leu Glu Asp Ala Arg Glu Val Asn Asn Val Arg Gly Met Leu Gly 
35 40 45 



Phe Thr Gly Thr Tyr Lys Gly Arg Lys lie Ser Val Met Gly His Gly 
50 55 60 



Met Gly lie Pro Ser Cys Ser lie Tyr Thr Lys Glu Leu lie Thr Asp 
65 70 75 80 



Phe Gly Val Lys Lys lie lie Arg Val Gly Ser Cys Gly Ala Val Leu 
85 90 95 



Pro His Val Lys Leu Arg Asp Val Val lie Gly Met Gly Ala Cys Thr 
100 105 110 



Asp Ser Lys Val Asn Arg lie Arg Phe Lys Asp His Asp Phe Ala Ala 
115 120 125 



lie Ala Asp Phe Asp Met Val Arg Asn Ala Val Asp Ala Ala Lys Ala 
130 135 140 



Leu Gly He Asp Ala Arg Val Gly Asn Leu Phe Ser Val Asp Leu Phe 
145 150 155 160 



Tyr Ser Pro Asp Gly Glu Met Phe Asp Val Met Glu Lys Tyr Gly He 
165 170 175 



Leu Gly Val Glu Met Glu Ala Ala Gly He Tyr Gly Val Ala Ala Glu 
180 185 190 



Phe Gly Ala Lys Ala Leu Thr He Cys Thr Val Ser Asp His He Arg 
195 200 205 



Thr His Glu Gin Thr Thr Ala Ala Glu Arg Gin Thr Thr Phe Asn Asp 
210 215 220 



Met He Lys He Ala Leu Glu Ser Val Leu Leu Gly Asp Lys Glu 
225 230 235 



